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Appendix 1 
 

Table A1. Mixed-effect models testing the effects of resource pulse on aggregate protist community 

metrics in the blue network: protist total density, richness, evenness and bio area per ml. The 

structure of the mixed-effect models is described in the Methods section. The fixed structure of each 

model (by column order) respectively explained 64%, 93%, 76%, and 29% of the total variance, the 

remaining going to replicates and experimental time variances. All numerical predictors were 

scaled. Protist bio area was log-transformed. 

 df Estimate 

  Density Richness Evenness Bioarea 

Intercept (R+) 1129 635.47*** 5.45*** 0.77*** 8.13*** 

R- 1129 142.69*** 0.14* -0.02* -0.0009 

Ecosystem volume (V)  1129 -43.53*** -0.17*** 0.003 -0.23*** 

Time (T) 2 -442.15** -1.00** 0.03 -1.08 

Centrality 1129 -55.87*** -0.22*** 0.004 -0.05 

R- × V 1129 -5.44 0.07 0.004 0.10** 

R- × T 1129 -55.37*** 0.14** 0.01 -0.07 

V × T 1129 39.92*** -0.19*** -0.01*** -0.31*** 

R- × V × T 1129 -9.27 0.003 0.002 -0.002 

'***' 0.001; '**' 0.01; '*' 0.05 

  



Table A2. Mixed-effect models testing the effects of blue network structure and properties on 

bacteria density (ind. ml–1) in the green network. The structure of the mixed-effect model is 

described in the Methods section. The fixed structure of the model explained 93% of the total 

variance, the remaining attributed to experimental time variance. Marginal R2 is 0.03 (fixed effects 

only), conditional R2 is 0.09 (fixed effects + random effects). Spearman correlation between 

centrality and bacteria density is 0.13 (p-value = 0.02). All numerical predictors were scaled. 	

 

 df Estimate 

Intercept (R+) 279 38.13e+06*** 

Ecosystem volume  279 -1.61e+06 

Centrality 279 3.95e+06* 

Protist density  279 -0.36e+06 

Protist richness 279 0.35e+06 

Protist bioarea 279 2.45e+06 

***' 0.001; '**' 0.01; '*' 0.05 

 

 
 


