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Appendix 1 

Figure A1. The two most important ordination axes, revealed by PCA. 

Figure A2. Phylogeny of the species used for the analysis. 

Table A1. Linear models assessing the relationships between the magnitude of species' population 

trends and individual explanatory variables in 36 long-distance migratory passerines breeding in 

Europe. 

Table A2. The model-averaged coefficients of the six most supported linear models assessing the 

relationships between the species' population trends and individual explanatory variables in the 

analysis of directional trends in 36 passerine species breeding in Europe. 

  



 
 

 
Figure A1. The two most important ordination axes (PC 1, PC 2), revealed by a principal 
component analysis, explaining the largest proportion of variability among five life-history 
traits (i.e. body mass, egg mass, number of broods per year, laying date and clutch size) in 
36 passerine species breeding in Europe.
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Figure A2. Phylogeny of the species used for the analysis based on data from Jetz et al. (2012).



 
 

Table A1. Linear models assessing the relationships between the magnitude of species' 
population trends and individual explanatory variables in 36 long-distance migratory 
passerines breeding in Europe. The models are ordered according to their weight, as revealed 
using the Akaike information criterion corrected for small sample sizes (AICc). The models 
with weight < 0.01 are not shown. * = non-breeding range size + no. of migration routes; nbr. 
= non-breeding.  
 

Model R2 df AICc ΔAICc weight 
* + nbr. habitat wetness 0.39 5 135.2 0.00 0.11 
* 0.32 4 136.0 0.81 0.08 
* + nbr. niche position + nbr. habitat wetness 0.41 6 136.5 1.30 0.06 
* + nbr. habitat wetness + PC 2 0.41 6 136.5 1.35 0.06 
* + nbr. niche position 0.36 5 136.9 1.73 0.05 
* + PC 1 0.35 5 137.2 2.00 0.05 
* + nbr. niche scale + nbr. habitat wetness 0.40 6 137.2 2.01 0.05 
* + PC 2 0.35 5 137.2 2.08 0.05 
* + nbr. region 0.45 7 137.4 2.26 0.05 
* + nbr. habitat wetness + PC 1 0.39 6 137.8 2.64 0.04 
* + nbr. niche position + nbr. niche scale 0.39 6 138.1 2.91 0.03 
* + nbr. niche scale 0.33 5 138.2 3.00 0.03 
* + nbr. habitat wetness + nbr. region 0.48 8 138.4 3.26 0.03 
* + PC 1 + PC 2 0.38 6 138.7 3.59 0.02 
* + nbr. niche scale + PC 1 0.37 6 138.9 3.72 0.02 
* + nbr. niche position + PC 2 0.37 6 138.9 3.75 0.02 
* + nbr. niche position + PC 1 0.37 6 139.2 4.09 0.02 
* + nbr. niche scale + PC 2 0.36 6 139.9 4.70 0.01 
* + nbr. niche position + nbr. region 0.46 8 140.0 4.83 0.01 
* + nbr. niche scale + nbr. region 0.46 8 140.3 5.11 0.01 
* + PC 2 + nbr. region 0.45 8 140.3 5.18 0.01 
* + PC 1 + nbr. region 0.45 8 140.5 5.32 0.01 

 
 
  



 
 

Table A2. The model-averaged coefficients based on the Akaike information criteria corrected 
for small sample sizes (AICc) of the six most supported (ΔAICc < 2) linear models assessing 
the relationships between the species' population trends in the analysis of directional trends 
and individual explanatory variables in 36 passerine species breeding in Europe. For the non-
breeding region, the treatment contrasts between west–central region (a reference level) and 
the remaining regions are shown. The terms in which 95% confidence intervals (CI) did not 
overlap zero are printed in bold. The model-averaged CIs are based upon unconditional 
standard errors. 
 

Explanatory variable Estimate Lower CI Upper CI 
Non-breeding range size –0.004 –0.036 0.028 
Dispersion –0.008 –0.053 0.037 
No. of migration routes 0.032 –0.078 0.143 
Non-breeding habitat niche scale –0.013 –0.071 0.046 
Non-breeding habitat wetness –0.073 –0.175 0.029 
PC 1 0.141 0.042 0.239 
West-east non-breeding region –0.124 –0.430 0.183 
Central-south non-breeding region –0.021 –0.254 0.212 
‘Entire’ non-breeding region –0.162 –0.543 0.219 

 


