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Appendix 1

Figure Al. Pollen dispersal distances of four life stages of the tree Prunus africana.
Figure A2. Seed/maternal gene dispersal distances of four life stages of the tree Prunus
africana.

Figure A3. Paternal gene dispersal distances of four life stages of the tree Prunus africana.



o5 s=3.1 A) s=30 B)| 4

0.4 L 0.4
) 3
$ 03 -03 2
2 | 114£25m o
3 3
= 02 <

d 123£19m o

- - L 0.0

0.5 s=04 C) s=20 D)k 05

0.4 04
9 3
S 03 -03 2
5 g
E 021 325:55m oo 2

d
J 175£48m - 0.1
- 0.0

200 400 600 800 1000120014001600 200 400 600 800 1000120014001600
distance (m) distance (m)
Figure A1. Histogram showing the frequency distribution and mean of pollen dispersal
distances in (A) seeds (n = 76), (B) young seedlings (n = 131), (C) middle-aged seedlings (n =
36, one to three years) and (D) old seedlings (n = 36, older than three years). Frequency
distributions are weighted regarding sampling bias and spatial arrangement of trees (see
methods for details); weighted mean dispersal distances + SE and skewness of the

distributions (s) are given. Skewness of distributions was calculated using R.
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Figure A2. Histogram showing the frequency distribution and mean of seed
dispersal/maternal gene dispersal distances in (A) seeds (n = 76), (B) young seedlings (n =
131), (C) middle-aged seedlings (n = 36, one to three years) and (D) old seedlings (n = 36,
older than three years). Frequency distributions are weighted regarding sampling bias and
spatial arrangement of trees and plots (see methods for details); weighted mean dispersal/gene
dispersal distances + SE and skewness of the distributions (s) are given. Skewness of

distributions was calculated using R.
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Figure A3. Histogram showing the frequency distribution and mean of paternal gene dispersal
distances in (A) seeds (n = 76), (B) young seedlings (n = 131), (C) middle-aged seedlings (n =
36, one to three years) and (D) old seedlings (n = 36, older than three years). Frequency
distributions are weighted regarding sampling bias and spatial arrangement of trees and plots
(see Methods for details); weighted mean gene dispersal distances + SE and skewness of the

distributions (s) are given. Skewness of distributions was calculated using R.



